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INSTITUTE FOR SYSTEMS GENOMICS 
NEWSLETTER 

 
 Charles Lee, Scientific Director and 

Professor at JAX Genomic Medicine, 
has been named President of the 

International Human Genome 
Organization (HUGO) 

 

 

 

Center for Genome Innovation (CGI) Subsidy Announcement 

The Center for Genome Innovation (CGI) has worked with the Office of the Vice President for Research (OVPR) and 
Director of the Biotechnology and Bioservices Core (BBC) to establish an interim subsidy to support the large-scale 
Illumina sequencing needs of UConn Faculty. The recent conclusion of the contract UConn held with Perkin Elmer 
for “at cost” next generation sequencing on the HiSeq 2000 left a need for PIs looking for sequencing beyond that 
afforded by the Illumina NextSeq 500 or MiSeq instruments. To this end, the CGI will serve as the point of service for 
Illumina HiSeq 2500 sequencing “by lane” or “by flow cell” submissions to two UConn service providers: the New 
York Genome Center and Macrogen. Libraries submitted for sequencing through the CGI will be billed internally at 
the quoted rate minus a subsidy of 10% of lane cost (up to a maximum of $200 per lane). This subsidy has been 
graciously funded through the OVPR and is reflected only in lanes per flow cell paid through the CGI.  

FIAT PHYSICA, an organization that promotes physics and women 
in science, currently posted a blog entitled: “9 Best Female Scientists 
You Should Know”.  Among “the coolest women scientists working 
today” are ISG members Stormy Chamberlain and Xiaomei Cong 
from the Schools of Medicine and Nursing. 

Stormy Chamberlain is an assistant professor in the 
Department of Genetics and Genome Sciences.  Her 
laboratory uses induced pluripotent stem cells 
(iPSC) to model and study human imprinting 
disorders, like Angelman and Prader-Willi 
syndromes. 

Xiaomei Cong is an associate professor in the School 
of Nursing.  Her laboratory studies the biological 
mechanisms involved in regulation of human early 
life experiences including the regulation of early life 
stress by the brain-gut-microbiota axis and the 
prediction of neurodevelopmental outcomes in 
high-risk infants.  

Institute for Systems Genomics 
Networking Workshop 

 

The Institute for Systems Genomics will be 
hosting a networking workshop on 
Tuesday, June 7, at JAX-GM.  The 
workshop will feature brief presentations 
by new members of the genomics 
community, and other investigators of new 
initiatives at UConn and JAX.   

Collaborative JAX/UConn Health grant awarded  

Dr. Jacques Banchereau (PI), professor and director of immunological sciences, in collaboration with Dr. George 
Kuchel, professor and director of the UConn Center for Aging, received an award from the National Institute of 
Allergy and Infectious Disease division of the National Institutes for Health for his project entitled “Combination 
Adjuvants to Activate Human Dendritic Cell Subsets and B Cells”. 

https://www.fiatphysica.com/blog/women-in-science/coolest-female-scientists-working-today
https://www.jax.org/news-and-insights/2016/march/charles-lee-named-president-of-human-genome-organization
http://cgi.uconn.edu/
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J. Travis Hinson, M.D. joins faculties of The Jackson Laboratory for Genomic Medicine and the 
University of Connecticut School of Medicine. Dr. Hinson earned his M.D. from Harvard Medical 
School, after earning a BS in chemistry from the University of Pennsylvania.  Dr. Hinson utilizes 
genomic approaches like CRISPR/CAS to interrogate mechanisms of inherited cardiovascular 
disorders especially those that lead to heart failure.  He is particularly interested in developing single 
cell and cardiac microtissue assays derived from disease-specific, human induced pluripotent stem 
cells (iPSCcs) in combination with in vivo mouse models. 

Stefan Pinter, Ph.D. joins the Department of Genetics and Genome Sciences as an assistant professor. 
Dr. Pinter received his Ph.D. from Princeton University, and his post-doctoral training at Harvard 
Medical School where he developed novel computational and molecular genomic methodology to 
study the architecture of the X chromosome and how some genes escape X chromosome inactivation.  
He will pursue this research at UConn and the ISG, and will also use his expertise to study Turner 
syndrome that is characterized by an XO karyotype and developmental abnormalities.  

Brenton 
Graveley will be 
the keynote 
speaker at 
RNA2016, the 
annual meeting of 
the RNA Society 
in Kyoto, Japan to 

be held June 28 - July 2, 2016. Dr. 
Graveley will be presenting a talk 
entitled ”RNA Genomics” which 
will describe the status of the 
ENCODE project. 

The CGI was awarded funds by the Office of the Provost and Vice Provost 
for Academic Operations to expand our multi-purpose, genomics-based 
training portfolio.  We will incorporate small instrumentation with rapid 
sequencing time and mobility, the Oxford Nanopore USB-based Minion 
sequencer, coupled with data visualization tools, such as those developed 
under the IOBIO program, to allow for an “out of the box” training 
experience.  These small (USB-key sized), benchtop sequencers will be used 
for targeted training purposes across UConn campuses and spanning 
multiple UConn colleges in an area identified as a focus of the Academic 
Plan.  

Marc Lalande to 
receive the 
UConn Health 
Board of 
Directors Faculty 
Recognition 
Award.  The 
Faculty 

Recognition Award recognizes 
Lalande’s longstanding 
contributions to both the 
institution the scientific 
community.   

Reinhard 
Laubenbacher has 
been named a 
Fellow of the 
American 
Association for the 
Advancement of 
Science (UConn 

Today link).  Dr. Laubenbacher 
was also named Editor-in-Chief of 
the Bulletin of Mathematical 
Biology. (UConn Today link) 

Honors & Awards 

New Hires 

Albert Cheng, Ph.D. joins The Jackson Laboratory for Genomic Medicine as an assistant professor.  
Dr. Cheng received his Ph.D. in Computational & Systems Biology at the Massachusetts Institute of 
Technology. Dr. Cheng engineers and applies ariticial DNA and RNA binding proteins to study the 
genome, epigenome, and transcriptome. He is an expert in the field of CRISPR/Cas9 genome 
editing technologies. 

Photo of Minion in training setting 

http://today.uconn.edu/2015/11/uconn-healthjax-scientist-named-aaas-fellow/
http://today.uconn.edu/school-stories/laubenbacher-named-editor-in-chief-of-bulletin-of-mathematical-biology/
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Computational Biology Core 

The Directors of the Biotechnology-Bioservices 
Center and the Institute for Systems Genomics 
have worked together to form the 
Computational Biology Core, a parallel unit to 
the Center for Genome Innovation. We are 
pleased to announce the appointment of Jill 
Wegrzyn as Director of this Core, which will 
continue to serve the computational biology 
needs of the university, agnostic to discipline, 
while expanding our capacity to support 
genomics-based data analyses. 

ISG Membership 

If you are interested in becoming a member of 
the ISG, please email your NIH Biosketch that 
includes a brief statement summarizing your 
expertise in genomics or a related discipline (e.g. 
ELSI) to Stephanie Holden at sholden@uchc.edu.  

Judy Brown named new Director of the 
Diagnostic Genetic Sciences Program 
 

Judy Brown, Director of the 
ISG-sponsored Professional 
Science Master’s in Health Care 
Genetics Program, and Co-
Director of the Chromosome 
Core, housed within the Center 

for Genome Innovation, has added another 
Directorship to her list.  Judy has accepted the 
role of the Director of the Diagnostics Genetic 
Sciences Program in the Department of Allied 
Health Sciences effective January 1, 2016.  
 
Judy, as new Department Head, together with 
Program lecturers Denise Anamani, Martha 
Keagle, and Lauren Wilson, will continue stay 
abreast of the rapid changes in genetic 
technologies to provide high quality didactic 
and laboratory education and retain the 
excellent reputation of the Program. 
Furthermore, Judy wants to expand the 
Program’s affiliated network of training sites, 
pass an upcoming accreditation review, recruit 
more certificate students, and utilize resources 
within the Professional Science Masters Degree 
in Health Care Genetics Program and the 
Institute for Systems Genomics Network to 
foster new networking and training 
opportunities for these future clinical and 
research genetic and genomics technologists. 

Other CGI News: 

Outreach 

The CGI has held several outreach workshops, including 
hosting participants in the Connecticut Junior Sciences & 
Humanities Symposium and the 8th grade class of the Charles H. 
Barrows STEM Academy. The Director of the CGI, Dr. Rachel 
O’Neill, was a recent guest speaker at the UConn Alumni 
College Association event held in Tampa, FL.  

Training 

The CGI has held several popular sequencing application 
workshops and have successfully implemented a scholarship 
program to support students to attend workshops. We are 
planning upcoming workshops in RNA-Seq (total and mRNA) 
and small RNA-Seq as well as Bioinformatics analyses of 
genomic datasets. Requests for participation and/or other 
workshop topic suggestions can be sent to Dr. Bo Reese 
(bo.reese@uconn.edu). 

New equipment acquisitions for the CGI 

The CGI is pleased to announce the acquisition of a 10X 
Genomics GemCode platform, capable of simulated long-read 
sequencing, haplotype phasing, and single cell capture and 
library preparation (Illumina chemistry). In addition, we have 
acquired an Illumina NeoPrep, an automated liquid handler that 
will significantly reduce the time needed to produce Illumina 
libraries for DNA-Seq and mRNA-Seq as well as sample input 
needed.  

Illumina Neoprep 10X Genomics System  

Nichole Broderick to speak at the White House 
 

Nichole Broderick has been invited to speak at the 
White House on May 13 as part of an announcement 
that President Obama will be making to describe a 
new microbiome initiative.  The goal is to move the 
field from descriptive to predictive by elucidating 

the fundamental principles that govern microbiomes in all 
ecosystems.  This will require studying questions about 
microbiome behavior in multiple habitats in a	  comparative 
manner, and building new tools to visualize microbiomes 
across scales, and developing new computational techniques 
for analyzing the large datasets that are frequently generated by 
microbiome researchers. 
 

Developing a comprehensive understanding that cuts across 
microbiomes will lead to predictive models that will form the 
basis for new products that can be used to change microbiomes, 
including probiotics, chemicals, and systems management. 

http://bioinformatics.uconn.edu/
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Service and presentations: 

• Adam Adler served as an NIH ad hoc member on the Transplatation, Tolerance, and Tumor Immunology Study 
Section, and the Small Business Innovation Research study section. 

• Kyle Baumbauer, Erin Young, and Angela Starkweather served as panelists at the UConn Science Salon “Of 
Agony and Relief: Understanding and Treating Pain”. 

• Brenton Graveley is a permanent member of the National Human Genome Research Institute Advisory Council 
• Marc Lalande presented a paper at the March of Dimes Clinical Genetics Conference - Prader-Willi Syndrome – 

New Insight into a Classic Genetic Disorder, 25th annual American College of Medical Genetics and Genomics 
Conference. 

• Barbara Mellone served on the National Science Foundation panel for BIO-MCB 
• Ion Moraru served on two R21 National Cancer Institute study sections and one R13 National Institute of General 

Medical Sciences study section. 
• Rachel O’Neill served as Chairperson panel member for the Fellowship Orientations for the Center for Scientific 

Review for the National Institutes of Health, and was on the organizing committee for the International 
Chromosome Conference in Brazil.  

• Jianjun Sun served on a review panel for the National Science Foundation Graduate Research Fellowships 
Program, and an ad hoc reviewer on the National Institutes of Health Cellular, Molecular and Integrative 
Reproduction study section. 

• Andrew Wiemer served on a review panel for the National Science Foundation Graduate Research Fellowships 
Program. 

Congratulations to the following recipients on their recent grant awards: 
 

• Srdjan Antic was awarded two grants from the National Institute of Mental Health, National Institutes of Health 
for his projects entitled: 1). “Connexxin Channels in Human Neurons”; and 2). “Sparse, Strong and Large Area 
Targeting of Genetically Encoded Indicators”. 

• Mukul Bansal received a CAREER award from the National Science Foundation for his project entitled “CAREER: 
Algorithms for Domain-Level Analysis of Gene Family Evolution”. 

• Kyle Baumbauer was awarded an R03 for his project entitled “The Functional Consequences of SCI on Cutaneous 
Nociceptors”. 

• Jeff Chuang was awarded a supplement for his project entitled “Dissection of Tumor Evolution Using Patient-
Derived Xenografts”.  The Chuang’s lab plans to investigate new computational approaches to tumor 
heterogeneity analysis in partnership with the NCI-designated cloud provider Seven Bridges Genomics. 

• Jeff Chuang (PI) and Reinhard Laubenbacher (Co-investigator) were awarded a three-year grant for “Big 
Genomic Data Skills Training for Professors” from the National Institute of Biomedical Imaging and 
Bioengineering division of the National Institutes of Health.  

• Brenton Graveley received an R21 grant from NHGRI entitled “High Throughput Validation of Functional 
Variants that Affect Pre-mRNA Splicing” and a MIRA (R35) grant from NIGMS entitled “Complex RNA 
Processing”. 

• Maéva Langouët was awarded the prestigious fellowship from the CASCADE-FELLOWS program (sponsored by 
Marc Lalande). 

• Reinhard Laubenbacher received an R01 award from the National Institutes of Health for his project entitled 
“Copper homeostatis in bacteria: Systems analysis from detailed molecular interactions”. 

• Zhengqing Ouyang received a Research Starter grant in Informatics from the PhRMA Foundation, and will 
present at their 2016 annual meeting in Florida. 

• Daniel Rosenberg received grant awards from the National Cancer Institute division of the National Institutes of 
Health, the State of Connecticut Department of Public Health for his project entitled “Risk Factors and biomarkers 
for tobacco-associated colon cancer”, and Thetis Pharmaceuticals for his project entitled “The effect of magnesium-
l-lysinate bis-eicosapentaenoate (TP-252) on colonic polyposis in mice”. 

• Yaowu Yuan received an award from the National Science Foundation for his project entitled “Identification and 
Characterization of Transcription Factors Regulating Carotenoid Pigmentation During Mimulus Flower 
Development”. 
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    Publications: 

• Glucocorticoid Receptor (NR3C1) Variants Associate with the Muscle Strength and Size Response to Resistance
Training

• Obesity-Related Genetic Variants and their Associations with Physical Activity
• A Follicle Rupture Assay Reveals an Essential Role for Follicular Adrenergic Signaling in Drosophila Ovulation
• Cross-Species Integrative Functional Genomics in GeneWeaver Reveals a Role for Pafah1b1 in Altered Response to

Alcohol
• GeneWeaver: data driven alignment of cross-species genomics in biology and disease
• Systems genetics of intravenous cocaine self-administration in the BXD recombinant inbred mouse panel
• Identification of microRNAs associated with allergic airway disease using a genetically diverse mouse population
• Collaborative Cross and Diversity Outbred data resources in the Mouse Phenome Database
• On the Complexity of Duplication-Transfer-Loss Reconciliation with Non-Binary Gene Trees
• Social disruption alters pain and cognition in an animal model of multiple sclerosis
• Managing Chronic Pain in Special Populations with Emphasis on Pediatric, Geriatric, and Drug Abuser Populations
• Determining exon connectivity in complex mRNAs by nanopore sequencing
• Extensive cross-regulation of post-transcriptional regulatory networks in Drosophila
• Regulation of alternative splicing in Drosophila by 56 RNA binding proteins
• Molecular Mechanisms and Evolutionary Processes Contributing to Accelerated Divergence of Gene Expression on

the Drosophila X Chromosome
• Weak Epistasis Generally Stabilizes Phenotypes in a Mouse Intercross
• Affinity-seq detects genome-wide PRDM9 binding sites and reveals the impact of prior chromatin modifications on

mammalian recombination hotspot usage
• Keratinocytes can modulate and directly initiate nociceptive responses
• Learning about time within the spinal cord: evidence that spinal neurons can abstract and store an index of

regularity
• A flow cytometry-based reporter assay identifies macrolide antibiotics as nonsense mutation read-through agents
• Colorectal polyp prevention by daily aspirin use is abrogated among active smokers
• Tumor-Unrelated CD4 T Cell Help Augments CD134 plus CD137 Dual Costimulation Tumor Therapy
• Costimulation endows immunotherapeutic CD8 T cells with IL-36-responsiveness during aerobic glycolysis
• Dimension reduction of large sparse AND-NOT network models
• An R2R3-MYB transcription factor regulates carotenoid pigmentation in Mimulus lewisiiflowers
• Competition between anthocyanin and flavonol biosynthesis produces spatial pattern variation of floral pigments

between Mimulus species
• Integrating multi-track Hi-C data for genome-scale reconstruction of 3D chromatin structure
• Genome-wide probing of RNA structures In vitro using nucleases and deep sequencing
• Joint modeling of RNase footprint sequencing profiles for genome-wide inference of RNA structure
• Ethical and practical challenges in providing non-invasive prenatal testing for chromosome abnormalities: an update
• EMDomics: a robust and powerful method for the identification of genes differentially expressed between

heterogeneous classes
• Earth Mover’s Distance for Differential Analysis of Heterogeneous Genomics Data
• microRNA-223 is a crucial mediator for PPARγ regulated alternative macrophage activation
• Comparative Effects of diet and carcinogen on microRNA expression in the stem cell niche of the mouse colonic

crypt
• MiR-129 triggers autophagic flux by regulating a novel Notch-1/E2F7/Beclin-1 axis to impair the viability of human 

malignant glioma cells
• Resources for the Comprehensive Discovery of Functional RNA Elements
• Distal Alternative Last Exons Localize mRNAs to Neural Projections
• Habitat fragmentation and genetic diversity in natural populations of the Bornean elephant: implications for

conservation

http://journals.plos.org/plosone/article?id=10.1371/journal.pone.0148112
http://sportsmedicine-open.springeropen.com/articles/10.1186/s40798-015-0036-6
http://journals.plos.org/plosgenetics/article?id=10.1371/journal.pgen.1005604
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC4720795/
http://nar.oxfordjournals.org/content/44/D1/D555.full
http://link.springer.com/article/10.1007%2Fs00213-015-4147-z
http://bmcgenomics.biomedcentral.com/articles/10.1186/s12864-015-1732-9
http://link.springer.com/article/10.1007%2Fs00335-015-9595-6#/page-1
http://link.springer.com/chapter/10.1007%2F978-3-319-19048-8_16#page-1
http://www.sciencedirect.com/science/article/pii/S0165572815300400
http://www.sciencedirect.com/science/article/pii/S0025712515001510
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC4588896/
http://genome.cshlp.org/content/early/2015/08/20/gr.182675.114
http://genome.cshlp.org/content/early/2015/08/20/gr.192518.115.abstract
http://mbe.oxfordjournals.org/content/early/2015/06/29/molbev.msv135.full
http://journals.plos.org/plosgenetics/article?id=10.1371/journal.pgen.1005805
http://link.springer.com/article/10.1186%2Fs13072-015-0024-6#/page-1
http://elifesciences.org/content/4/e09674v1
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC4612497/
http://link.springer.com/article/10.1007/s00109-015-1364-1/fulltext.html
http://link.springer.com/article/10.1007/s10552-015-0686-1
http://www.jimmunol.org/content/early/2015/11/11/jimmunol.1502032.short
http://www.jimmunol.org/content/early/2015/11/14/jimmunol.1501217.short
http://www.sciencedirect.com/science/article/pii/S1571066115000419
http://monkeyflower.uconn.edu/wp-content/uploads/sites/830/2015/09/Sagawa_etal_2015.pdf
http://intl.pnas.org/content/113/9/2448.full
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC4774023/
http://link.springer.com/protocol/10.1007%2F978-1-4939-3079-1_9
http://www.ncbi.nlm.nih.gov/pubmed/26400167
http://journals.lww.com/co-obgyn/Abstract/2010/04000/Ethical_challenges_in_providing_noninvasive.8.aspx
http://www.ncbi.nlm.nih.gov/pubmed/26515818
http://ieeexplore.ieee.org/stamp/stamp.jsp?arnumber=7418340
http://www.jci.org/articles/view/81656
http://www.sciencedirect.com/science/article/pii/S0925443915003129
http://www.ncbi.nlm.nih.gov/pubmed/26824182
http://www.sciencedirect.com/science/article/pii/S1097276516000964
http://www.sciencedirect.com/science/article/pii/S1097276516000472
http://www.sciencedirect.com/science/article/pii/S0006320716300416



